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8:30~9:00 Registration at the meeting room

9:00~9:45 Overview on EiB (Excellence in Breeding Platform) | Eng Hwa Ng (CIMMYT,
and HTPG (High Throughput Genotyping Project) n.enghwa(@cgiar.org)

9:45~9:10:30 | GOBIii Overview: progress and outcomes Star Gao (Cornell,
ye28@cornell.edu)

10:30~10:45 | Group photo and Break

10:45~11:30 | CIMMYT GS (Genomic Selection) use cases and Xuecai Zhang (CIMMYT,

(GS-Galaxy pipeline xc.zhang(@cgiar.org)
11:30~12:15 | ICRISAT QC/MAS use case and FJ analysis tools K. Himabindu (ICRISAT,
k.himabindu@cgiar.org)
12:15~14:00 | Lunch
14:00~14:45 | Modelling and simulation of phenotypic, marker- Mohsin Ali (CAAS,
assisted and genomic recurrent selection by malil 990(@yahoo.com)
QuMARS
14:45~15:30 | Use of GS (Genomic Selection) and breeding Jiankang Wang (CAAS,
simulation in parental selection wangjiankang@caas.cn)
15:30~16:30 | General discussion
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